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DNA of pineapple geno111e

1lJ. ' "=1 . I' .1 

Researchers from 
Univeri,itiMalay,;a 
Sabah's Biotechnol· 
ogy Research Insti­
tute (BRI) have 
succeeded in crack­
ing the genetic
code of both the in-
t ern a t ion a 11 y 
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renowned MD-2 ' "~ -
Pineapple and the local Babagon variety. 

BRI Deputy Director Dr Zarina Amin 
(pic) was excited about the group's rece?t 
findings, which was reported thIS week m 
the early online issue of the Quar?le ~ (Qt) 
periodical DNA Research, a pubhcatIOn of 
Oxford University Press. "With the com­
pletion of the genome, it is now possible 
to further i~prove the a~ronomic traits of 
the crop. ThIS puts UMS m the forefront of 
pineapple genetics and breeding," she said 
m a statem~nt here Wednesda~: 

Meanwhile, Asso~. PJ:of. I:?r VIJa~ Kumar, 
who w~s the l~ad pnnClpal mvestigator of 
~e ~roJect, saId the team spent three.y~ars 
plecmg .together the almost 52~ milhon 
nucleotldes that made up the pmeapple 
DNA. .. . 

Kumar saId m order to mcrease com­
- kF tac ory wor 

petitiveness, Malaysia, as with many other 
countries, had started to plant the highly 
popql., MD-2 variety whi,h i, ,uITe~tly
the leading commerClal pmeapple vanety 
globally due to its superiority .in col~ur, 
sweetness, flavour and uniformIty of SIze. 

"In order to improve existing traits and 
develop new ones, infonnation regarding
the genetic makerup is crucial. 

"The current practice of solely depend­
ing on one cuItivar for the entire produc­
tion will have negative implication in the 
long run. Malaysia has to develop new va­
rieties," he said, adding that the comple­
tion of the pineapple genome would 
spearhead the effort. 

Meanwhile, Senior Bioinformatics Sci­
entist at Novocraft Technologies Sdn Bhd, 
Akzam Saidin said it was interesting to 
note that the project was led by local re­
searchers and completely done in 
Malaysia. _ 

"The DNA sequencing technology at 
UMS is impressive," he said, adding, "this 
showcasing that we do have the infrastruc­
ture and the bioinfonnatics capability to 
undertake such a complex task as this'~. 

Novocraft Technologies, a Malaysian-
based bioinformatics company, has 
worked closely with UMS in providing , 
training and bioinformatics support for 
the project. 
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